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HTLV-I I Env 
HTLV-I Env 

Consensus 



HTLV-II Env 
HTLV-I Env 

Consensus 



HTLV-II Env 
HTLV-I Env 

Consensus 



HTLV-II Env 
HTLV-I Env 

Consensus 



HTLV-II Env 
HTLV-I Env 

Consensus 




96 
100 

100 



146 
150 

150 



196 
200 

200 
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HTLV-I Pol 
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HTLV-II Pol 
HTLV-I Pol 
HIV SF2 POl 
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HTLV-II Pol 
HTLV-I Pol 
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198 
349 

350 



HTLV-II Pol 
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HTLV-H Pol 
HTLV-I Pol 
HIV SF2 P01 
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HTLV-I Pol 
HIV SF2 POl 
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